
IN THE FIGURES : 

(A marked-up version of the amendments to the Figures, with changes indicated in RED 
underlining is enclosed. The amended Formal Drawings are submitted as the clean copy 
incorporating the amendments indicated below.) 

In Figure 1A . please replace the caption with the following caption: 

The inversion sequence of the apo-dystrophin-4 cDNA plus a 10 base-pair region 5' 
to the start of the inversion sequence (SEQ ID NO: 1A, included in SEQ ID NO: 2). 

In Figure IB , please replace the caption with the following caption: 

The inversion sequence of the apo-dystrophin-4 cDNA plus the upstream 150 bp from the 
start of the inversion at 860 to the Hpa I enzyme site (SEQ ID NO: IB, included in SEQ ID 
NO: 2) 

In Figure 6 , please replace the caption with the following caption: 

FIGURE 6 (SEQ ID NO: 51) 

In Figure 11 , please replace lines 1-4 with the following: 

1 50 
(SEQ ID NO 54) Mgenl073 

(SEQ ID NO 55) Hapol234 ctagtttcct attcaatgta tagtgcacca aaggtcaatt caagagttta 
Consensus 

In Figure 12B , please replace the Figure with the following: 

-70 bp from 5 f end of apo-4 

I 

Inr = GCCC TCAT TCTG GAGAC (SEQ ID NO: 59) 
apo-4 = GCGG TGAT GGTG GCAGT (SEQ ID NO: 60) 

- 48% perfect homology with Inr 
71% match on type of base 

(purine vs. pyrimidine) 

In Figure 18B . please replace the caption with the following caption: 

FIGURE 18B (SEQ ID NO: 57) 

In Figure 18C , please replace the caption with the following caption: 
FIGURE 18C (SEQ ID NO: 58) 
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♦ 



In Figure 18D , please replace the caption with the following caption: 
FIGURE 18D (Sequence included in SEQ ID NO: 57) 
In Figure 19 , please replace the caption with the following caption: 
FIGURE 19 (Sequence included in SEQ ID NO: 2) 

In Figure 26B . please replace the sequence with the following sequence: 

MWIMEYSCSD RNLVLIYGILL^^ ngygy QFTNT 

YFCEGFYTSMQLYKKVERKLHKITQWTRTPQNQSEVEIA (SEQ ID NO: 61) 

In Figure 27A , please replace the sequence with the following sequence: 

PI Begin TMi (R) 

+30 | P2 

MYPIMEYSCSD RNLVLIYGIL LIYIYIGNLN V ARHFSMKTP VARSNIKLIL 8 0 

TNNVKWLHKK GFASSWKLVK NQTLLCTPSM QLLCCLHPEM G NDFPNGKET 13 0 

P3 

ER CYLSAPFV KSVFLSLCFP GHN VGSLFHM ADDLGRAMES LVSVMTDEE G 180 
AEKMFYNSRF PHGFYNIHTT KRIRQKEFTR NKSIFLR RW VLYCRFQKFL 230 
SLLLFCKQ WQ VLHVYAIVQK SYK KTTCKIL IAKKLAISLY GTHFG LFKNL 2 80 
KQLKRKNYKG KRKKRMGQW KLRTQVCTII RNTPKPKRGR NSMRSRVRCK 33 0 
LI 332 (302aa in predicted polypeptide) (SEQ ID NO: 56) 

IN THE SPECIFICATION : 

At page 2. line 25. please replace the paragraph beginning "Figure 1 :" with the following 
paragraph: . 

Figure 1: The inversion sequence of the apo-dystrophin-4 cDNA. A cryptic 
polyadenylation site is underlined at +990. The four peptides coded for by the sequence are SEQ 
ID NOs: 34, 35, 36, and 37, respectively. 



At page 3, line 4, please replace the paragraph beginning "Figure 2:" with the following 
paragraph: 



